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Introduction

The brain is complex and heterogeneous where cell function andoce#ll communication are critical for rapid

and accurate performance. The ability to explore prow@iven activities at high resolution within spatial

context of their immediate environment is critical to gain comprehensive pictures of brain development, activity,
aging, disease or dysfunction, and inflammatory responses. Many existing approaches-foexigingle cell

spatial proteomics face issues around simplicity, speed, scalability, and big data analysis.

Here, we present an integrated workflow from sample through analysis that addresses key concerns around high
plex proteomics. Th€osMxXM™ Spatial Molecular Imager aAtbMx™ Spatial Informatics Platform comprises an
endto-end workflow that efficiently handles highly multiplex protein analysis at plex sizes exceeding 68 targets.
TheCosMxprotein assays uses oligonucleotide conjugated antibodies, detected using universagmalyte
CosMxreadout reagents. Th€osMxMouse Neural Cell Typing and Alzheimer’s Pathology panel is optimized to
comprehensively profile neural cell lineages across the brain as well as the progression of Alzheimer’s disease
(AD), including specific antibodies for humanized mouse AD model&tde spatial informatics platform

provides full analysis support, including whsla&le image viewer, and methods for performing binlor fully
customizable analyses for cell typing, ligaadeptor analysis, neighborhood analysis and spatial differential

expression. proteomics face issues around simplicity, speed, scalability, and big data analysis.

CosMx Spatial Molecular Imager (SMI) and AtoMx Spatial Informatics Platform
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CosMxMouse Neural Panel antibodies demonstrate@osMxsignal to background ration (SBR).5 on mouse or human FFPE

tissue samples.

Mouse Hippocampus Advanced Segmentation
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Conclusion

 Endto-end workflow from sample preparation to data analysis

 Enables higiplex proteomics up to 68 proteins from a single FFPE slide with spatial context
at singlecell resolution

« Protein assay uses validated antibodies conjugated with oligonucleotides, detected via
microfluidicbased cyclical immunofluorescence imaging process
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