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Reinterrogation Presents a Streamlined Approach
to Analysis of High-Density Tumor Microarrays (TMA)
Mounted on Standard Glass Slides

CellScape Workflow Allows a Hypothesis-Driven VistaPlex Spatial Immune Profiling Assay Reveals Sample Reinterrogation Validates Putative TLS Structures in
Approach to Spatial Multiplexing Putative TLS Structures in Human Lung Adenocarcinoma Human PD-L1+ Lung Adenocarcinoma
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Reinterrogation revealed CD34+ and CD31+ vasculature teeming with

CD163+ and CD57+ immune cells (C). High CD11¢c, HLA-DR, and CD123 in

putative TLS structures confirmed dendritic cells, another TLS hallmark (B1-4, ,

D). In another round of reinterrogation, we were able to identify plasmacytoid | SEEE = oi S
dendritic cells based on CD4+ and CD123+ in combination with CD3- (E). panCK HLA DR CD123

Further examination of staining data revealed CD20+ cells in immune
infiltrate regions surrounded by CD3+ T-cells (B1-4, D) and CD68+
macrophages (E, F).
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